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Abstract 

Background:  Early identification of hereditary cancer risk would save lives, but genetic testing (GT) has been inad-
equate. We assessed i) trends for hereditary breast and ovarian cancer (HBOC), Lynch syndrome, and other GT and ii) 
factors associated with receipt of GT.

Methods:  We used data from the Arkansas All-Payer Claims Database from January 2013 through June 2018 (com-
mercial, Medicaid), December 2017 (state employee), or December 2016 (Medicare) and identified enrollees with ≥1 
month of enrollment. Using Current Procedural Terminology (CPT-4) codes, rates for GT were calculated per 100,000 
person-quarters and time series regressions estimated. Second, GT and covariate information for enrollees with 24 
months of continuous enrollment were used to estimate separate logistic regression models for each GT category.

Results:  Among 2,520,575 unique enrollees, HBOC testing rates were 2.2 (Medicaid), 22.0 (commercial), 40.4 
(state employee), and 13.1(Medicare) per 100,000 person-quarters and increased linearly across all plans. Older age 
(OR=1.24; 95%CI 1.20 – 1.28), female sex (OR=18.91; 95%CI 13.01 – 28.86), higher comorbidity burden (OR=1.08; 
95%CI 1.05 – 1.12), mental disorders (OR=1.53; 95%CI 1.15 – 2.00), and state employee coverage (OR=1.65; 95%CI 
1.37 – 1.97) were positively associated with HBOC testing. Less than 1 of 10,000 enrollees received Lynch syndrome 
testing, while < 5 of 10,000 received HBOC testing.

Conclusion:  GT rates for hereditary cancer syndromes have increased in Arkansas but remain low. Receipt of GT was 
explained with high discrimination by sex and plan type.

Impact:  Expansion of GT for hereditary cancer risk in Arkansas is needed to identify high-risk individuals who could 
benefit from risk-reduction strategies.
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Introduction
Screening individuals unaffected by cancer for heredi-
tary cancer syndromes (HCS) provides opportunities to 
reduce cancer risk by offering preventive strategies to 
those with elevated risk to mitigate or even eliminate 
cancer development. Significant advances in our under-
standing of the genes that underlie the most common 
HCS, hereditary breast and ovarian cancer (HBOC) 
and Lynch syndrome, have been made since the cloning 
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of BRCA1 in 1994, yet no more than 1%–10% of indi-
viduals at risk for these syndromes have been identi-
fied [1–3]. The landscape for genetic testing for HCS 
has evolved rapidly in the past decade [4]. Awareness 
of hereditary cancer risk has increased for the public 
and health care providers because of education efforts 
and disclosures of mutation status by celebrities such as 
Angelina Jolie [5]. Simultaneously, multiple companies 
now use next-generation sequencing platforms that 
allow for faster testing of large panels of genes at ever-
decreasing cost [6, 7]. Against this national backdrop, 
Arkansas was the only Southeastern state to expand 
Medicaid in 2014 through a process referred to as the 
private option, which allowed approximately 350,000 
people to gain insurance coverage in this relatively 
poor, rural state [8].

The need to expand utilization of genetic testing 
for HCS is clear, especially in the group of mutation 
carriers who are currently unaffected by cancer and 
therefore have the greatest potential to benefit from 
risk reduction. Data from the 2015 National Health 
Interview Survey (NHIS) indicate that around 2.5 mil-
lion people have ever received cancer genetic testing, 
representing roughly 1% of the population [9]. Sev-
eral groups were noted to have lower rates of genetic 
testing, including men, Hispanics, the uninsured, and 
those with less education [9]. Other data document 
that while rates of testing have increased modestly 
over the last decade, the increase has occurred mainly 
in commercially or publicly insured women with a 
family history of cancer [10]. Among women with 
a family history of breast or ovarian cancer, 4.2% of 
those with commercial insurance received genetic test-
ing in 2015, up from 2.3% in 2010 [10]. Likewise, 2.8% 
of women with public insurance and a family history 
of breast or ovarian cancer received genetic testing in 
2015, an increase from 0.3% in 2010 [10]. Others have 
observed considerable variation in testing by race and 
geographic location [11].

This study sought to describe the trends in genetic test-
ing in a state with historically low levels of cancer genetic 
testing. The first objective was to assess the quarterly 
trends of genetic testing in four categories: HBOC test-
ing, Lynch syndrome testing, tier 2 molecular pathology 
procedures (billing codes which include genes such as 
TP53, VHL, and MLH1 based on the complexity of the 
testing procedure), and a composite measure of receipt of 
any cancer genetic testing, stratified by those with com-
mercial, Medicaid, state employee, or Medicare coverage 
in Arkansas. The second objective was to identify demo-
graphic, clinical, and insurance coverage factors associ-
ated with enrollees receiving those four types of genetic 
testing.

Methods
Data
The Arkansas All-Payer Claims Database (APCD) is a 
state-level claims database that is harmonized across 
multiple payers and provides a nearly universal portrait 
of healthcare utilization of insured people in the state 
of Arkansas. It includes claims from commercial, Med-
icaid, state employee, and Medicare health plans for 
Arkansans. Data from January 2013 through June 2018 
were used for commercial and Medicaid enrollees; due to 
lags in data availability, data from January 2013 through 
December 2017 were used for state employees and from 
January 2013 through December 2016 for Medicare 
enrollees. Medicare is the federal health insurance pro-
gram for people who are 65 or older and younger persons 
with disabilities or end stage renal disease. Medicaid is a 
public insurance program for low-income families that is 
administered by states and jointly funded by the federal 
and state governments.

Study sample
A separate sample set was constructed for each of the 
two objectives. For the trend analysis, enrollees with at 
least one month of enrollment in both medical and phar-
macy benefits in each quarter were identified for each of 
the four insurance plan types. Enrollees were excluded 
from the sample if they had missing age or sex informa-
tion. Enrollees who had overlapping enrollment in more 
than one plan type were only included in one plan using 
the following hierarchy: Medicare > Medicaid > state 
employee > commercial. For example, if an individual 
had overlapping enrollment in Medicare and Medicaid, 
they were only considered enrolled in Medicare. The 
total number of unique enrollees in each quarter for each 
plan type were retained as the denominator of persons 
who could have received genetic testing.

For the second objective, where exploratory models 
were estimated, individuals with 24 months of continuous 
enrollment in both medical and pharmacy benefits were 
identified for each of the four plan types. For individuals 
with more than 24 months of continuous enrollment, the 
most recent 24 months were considered. Individuals with 
more than one month of overlapping enrollment in two 
or more plan types were included in only one plan using 
the following hierarchy: state employee > commercial > 
Medicare > Medicaid. This hierarchy was adopted based 
on the empirical results for the rates of healthcare claims 
in the overlapping segments of the respective plans. The 
samples in the four plan types were combined into an 
overall sample. Individuals with missing age or sex were 
excluded. Enrollees who had a cancer diagnosis prior to 
genetic testing in the 24-month window and those less 
than 10 years of age at the start of the window were also 
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excluded (Supplementary Figure 1). For example, an indi-
vidual was considered to have received HBOC testing if 
they underwent testing prior to a cancer diagnosis in the 
24-month study period. To avoid model overfitting, the 
overall sample was randomly divided into training and 
test sets in a 1:1 ratio. The models were developed using 
the training sets and evaluated using the test sets.

Study measures
Genetic tests were identified from the inpatient and out-
patient claims using Current Procedural Terminology 
(CPT-4) codes (Table 1). Tests were grouped into HBOC, 
Lynch syndrome, tier 2 molecular pathology procedures, 
other HCS panel testing , and any cancer genetic test-
ing categories and counted in each quarter for each plan 
type. HBOC tests included tests for mutations in BRCA1, 
BRCA2, or a panel of genes including BRCA1/2. Similarly, 
Lynch syndrome tests included individual tests for the 
Lynch syndrome genes and panel tests including multiple 
genes. The category termed “tier 2 molecular pathology 
procedures” included billing codes that are based on the 
complexity of the testing technique, rather than referring 
to a specific gene or HCS; these are typically performed 
in low volumes for rare diseases (https://​www.​cms.​gov/​
medic​are-​cover​age-​datab​ase/​view/​artic​le.​aspx?​artic​
leid=​56199​&​ver=​60&=). Unfortunately for this study’s 
purpose, these codes do not distinguish testing for 
genes related to cancer risk from those with non-cancer 
health risks; since important HCS genes such as TP53, 
VHL, and MLH1 are examples of tier 2 procedures, they 
were included in the analysis to avoid missing any can-
cer genetic testing. Additionally, a category called “other 
HCS panel testing” was used for HCS besides HBOC and 

Lynch syndrome that have specific billing codes, which 
included testing for hereditary polyposis/colorectal can-
cer risk, multiple endocrine neoplasia, and Cowden syn-
drome. Codes for broad test panels that included genes 
for multiple HCS were also included in the “other HCS” 
category. A separate analysis for the other HCS testing 
category was not conducted due to low prevalence; how-
ever, genetic tests for these syndromes were included in 
the composite “any cancer genetic test” category. Genetic 
tests in the HBOC, Lynch syndrome, tier 2 molecu-
lar pathology procedures, and other HCS panel testing 
categories were all included in the “any cancer genetic 
test” category. More than one inpatient or outpatient 
claim for genetic testing on the same day for an enrollee 
was counted as a single test. The quarterly rates for the 
genetic test measures were calculated for each quar-
ter across four insurance plan types (commercial, state 
employee, Medicaid, and Medicare). Quarterly rates were 
also calculated for age- and sex-stratified groups: i) male 
enrollees <18 years old, ii) female enrollees <18 years old, 
iii) male enrollees 18–64 years old, iv) female enrollees 
18–64 years old, v) male enrollees ≥65 years old, and vi) 
female enrollees ≥65 years old. Because of the different 
time periods for data across the four insurance plans, the 
age-sex stratified analyses were conducted using January 
2013 through December 2016 data.

For the second objective, separate binary measures 
were created for whether a subject received testing in 
any of the four genetic test categories and were used as 
the dependent variables in separate exploratory models. 
The factors explored were: age (calculated at the begin-
ning of the 24-month enrollment segment), age squared, 
sex (recorded on the member enrollment file), mental 

Table 1  Procedure codes used to identify genetic testing

HBOC Hereditary Breast and Ovarian Cancer

CPT-4 Current Procedural Terminology-4

HCPCS Healthcare Common Procedure Coding System

HCS Hereditary cancer syndrome
a  Tier 2 molecular pathology procedures are based on the complexity of the testing technique and are not specific to a gene or hereditary cancer syndrome.

Genetic testing categories Description CPT-4/HCPCS codes

HBOC syndrome testing BRCA1/2 81162, 81163, 81164, 81165, 81166, 81167, 81211, 81212, 81213, 
81214, 81215, 81216, 81217

Panel 81432, 81433, 0102U, 0103U, 0129U, 0131U, 0132U, 0133U, 0138U

Lynch syndrome testing Individual genes 81292, 81293, 81294, 81295, 81296, 81297, 81298, 81299, 81300, 
81317, 81318, 81319

Panel 0130U, 0162U

Other HCS panel testing Hereditary polyposis genes 81201, 81202, 81203

Multiple endocrine neoplasia panel 81437, 81438

Cowden syndrome/PTEN 81321, 81322, 81323

Hereditary multicancer panel 0104U, 0134U, 0135U, 81435, 81436

Tier 2 molecular pathology proceduresa 81403, 81404, 81405, 81406, 81408, 81479

https://www.cms.gov/medicare-coverage-database/view/article.aspx?articleid=56199&ver=60&=
https://www.cms.gov/medicare-coverage-database/view/article.aspx?articleid=56199&ver=60&=
https://www.cms.gov/medicare-coverage-database/view/article.aspx?articleid=56199&ver=60&=
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health conditions recorded in inpatient or outpatient 
claims (anxiety disorders, developmental disorders, other 
miscellaneous mental disorders, nicotine dependence), 
health plan type, three-digit zip code region of residence 
in Arkansas (West=717, 718, 719; East=716, 720, 723; 
Central=721, 722; Northeast=724; North Central=725, 
726; Northwest=727; Midwest=728, 729), and a meas-
ure of comorbidity (modified Elixhauser index). Age and 
age squared were included to account for a potential 
non-linear relationship between age and testing. Anxiety 
disorders, developmental disorders and other miscella-
neous mental disorders were identified using ICD-9-CM 
and ICD-10-CM diagnosis codes. Nicotine dependence 
was identified using diagnosis codes or prescription 
claims for nicotine replacement therapy (Supplementary 
Table 2). The Elixhauser index was constructed using 31 
comorbid conditions based on a published algorithm 
[12]. The existing Elixhauser index includes non-meta-
static solid tumor and metastatic cancer conditions; these 
were removed for this study as the focus was enrollees 
who had genetic testing prior to a cancer diagnosis.

Statistical analyses
Scatterplots were constructed to visualize the quarterly 
trends. Time series models were fit to estimate the over-
all trends using ordinary least squares (OLS) regressions 
with a first-order autoregressive error term. Linear and 
quadratic terms were used for the time (in quarters) vari-
able. If the quadratic terms did not attain statistical sig-
nificance, the models were re-estimated using only the 
linear term. For the exploratory models, logistic regres-
sion was used. Due to low test rates, Firth’s bias correc-
tion was applied. The predictive ability of the models 
were evaluated using c-statistic and Brier score for 
discrimination and calibration respectively. All analy-
ses were conducted using SAS 9.4 and R 4.0.1. A two-
sided p-value of 0.05 was used to determine statistical 
significance.

Results
A total of 1,516,850 Medicaid, 1,501,828 commercial, 
154,529 state employee, and 519,955 Medicare plan 
enrollees had at least one month of medical and phar-
macy benefit enrollment in the aim 1 sample. The overall 
sample of unduplicated enrollees for the trend analysis 
was 2,520,575. The average age was 37 years; 53% were 
female (data not shown). For the second objective 
(exploratory models), a total of 1,495,960 individuals with 
24 months of continuous medical and pharmacy enroll-
ment were identified. The average age was 45 years; 56% 
were female (Table 2).

Trends in genetic testing
Figure 1 shows the quarterly trends of genetic testing for 
each of the four genetic testing categories for each of the 
four health insurance plan types. Over the vast majority 
of quarters, rates of HBOC testing were highest for state 
employee enrollees, followed by commercial, Medicare, 
and Medicaid enrollees. Lynch syndrome testing was the 
highest for state employee enrollees, followed by Medi-
care, commercial, and Medicaid enrollees. However, rates 
of tier 2 molecular pathology procedures were highest for 
Medicare, followed by state employee, commercial, and 
Medicaid enrollees. Rates for any cancer genetic testing 
(including HBOC, Lynch syndrome, other HCS panel test-
ing, and tier 2 molecular pathology procedures) resembled 
those for tier 2 molecular pathology procedures.

HBOC, tier 2 molecular pathology procedures, and 
any cancer genetic testing increased linearly over time 
in Medicaid, commercial and state employee plans, 
as indicated by the significant positive linear trend 
terms in the time series models (p < 0.05; Table  3). 
The average quarterly increases in genetic testing for 
HBOC per 1 million person-quarters were greatest for 
state employee enrollees (16.2), followed by commer-
cial (7.8), Medicare (3.5), and Medicaid (1.6) enroll-
ees (Supplementary Figures  2-5). Testing for Lynch 

Table 2  Demographic, clinical and health plan characteristics of 
the sample used in the exploratory models (n=1,495,960)

Characteristics N (%)

Age at first enrollment: mean (sd) 44.70 (22.60)

Elixhauser Comorbidity Index (Modified): mean (sd) 1.91 (2.80)

Sex

  Female 834,868 (55.81)

  Male 661,092 (44.19)

Developmental Disorders 26,444 (1.77)

Anxiety Disorders 266,031 (17.78)

Other Mental Disorders 62,314 (4.17)

Nicotine Dependence Therapy 186,630 (12.48)

Plan type

  Commercial 560,177 (37.45)

  State Employee 128,198 (8.57)

  Medicaid 480,806 (32.14)

  Medicare 326,779 (21.84)

Three-digit zip code regions

  West (717, 718, 719) 221,311 (14.79)

  East (716, 720, 723) 377,101 (25.21)

  Central (721, 722) 268,840 (17.97)

  Northeast (724) 126,943 (8.49)

  North Central (725, 726) 140,721 (9.41)

  Northwest (727) 186,030 (12.44)

  Midwest (728, 729) 175,014 (11.70)
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syndrome also increased linearly over time in commer-
cial and Medicare enrollees (Supplementary Figures 6, 
7), while it increased more dramatically toward the 
end of the time period in Medicaid and state employee 
plans, as evidenced by a significant positive quadratic 
term in the time series model (Table 3; Supplementary 
Figures  8, 9). Tier 2 molecular pathology procedures 
and any cancer genetic testing increased significantly 
over time for all types of insurance except for Medicare, 
where the increase was not significant (Table 3; Supple-
mentary Figures 10-17).

When analyzed by sex and age group, overall HBOC 
testing rates for male enrollees was lower than for female 
enrollees, with the highest rates among female enrollees 
aged 18-64 years (Fig. 2). Overall testing rates for Lynch 
syndrome were lower among men as well, with the high-
est rates seen in women >65 and 18-64 years old (Fig. 2). 

Among women, Lynch syndrome testing was much lower 
across age groups compared to HBOC testing, while 
rates for HBOC and Lynch syndrome were comparable 
for men. Because of the low rates of HBOC and Lynch 
syndrome testing among enrollees under age 18, time 
series models were not estimated. Testing for HBOC 
increased linearly over time for both men and women in 
the18–64-year-old age group, but not for either sex over 
age 64 (Table  4; Supplementary Figures  18-21). Lynch 
syndrome testing increased significantly over time for 
men aged 18-64 years and women ≥ 65 years (Table  4; 
Supplementary Figures 22-25). Tier 2 molecular pathol-
ogy procedures and any cancer genetic testing increased 
linearly for male enrollees ≥65 years, with an average rate 
of increase of 66.8 per 1 million person-quarters but did 
not increase or decrease significantly for other groups 
(Table 4; Supplementary Figures 26-37).

Fig. 1  Quarterly Rates of HBOC, Lynch Syndrome, Tier 2 Molecular Pathology Procedures*, and Any** Cancer Genetic Testing in Enrollees of 
Medicare, Commercial, Medicaid and State Employee Plans.  
HBOC – Hereditary Breast and Ovarian Cancer. * Tier 2 molecular pathology procedures are based on the complexity of the testing technique 
and are not specific to a gene or hereditary cancer syndrome. ** Any cancer genetic testing included tests in the HBOC, Lynch syndrome, Tier 2 
molecular pathology procedures, and other hereditary cancer syndrome (HCS) panel categories
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Factors associated with genetic testing
The exploratory models all had moderate to high levels of 
discrimination with c-statistics ≥ 0.79 (Table 5). Increas-
ing age was associated with a higher likelihood of receiv-
ing all of the genetic testing examined. Female enrollees 
were much more likely to receive HBOC genetic testing 
than male enrollees (OR=18.91; 95% CI: 13.01–28.86) 
and were nearly twice as likely to receive testing for 
Lynch syndrome (OR=1.93; 95% CI: 1.11–3.51); however, 
women were slightly less likely to receive a tier 2 molecu-
lar pathology procedures genetic test (OR=0.90; 95% 
CI: 0.83–0.99) than men. Those with a higher comorbid-
ity burden were more likely to receive all of the genetic 
tests examined. Relative to those with commercial health 
coverage, those with state employee coverage were more 
likely to receive all of the genetic tests examined, while 
those with Medicaid were less likely to receive HBOC, 
Lynch Syndrome, or any cancer genetic testing. Those 
with Medicare coverage also were less likely to receive 
HBOC or Lynch syndrome testing but were more likely 
to receive any cancer genetic test. Nicotine use and 
developmental disorders were not associated with receiv-
ing any of the genetic testing examined, while having an 
anxiety or other type of mental disorder were associated 
with a higher likelihood of receiving all of the genetic 
tests examined. The model results revealed significant 
geographic variation in receiving genetic testing. Rela-
tive to the Northwest part of Arkansas, receipt of any of 
the genetic tests examined was generally lower across 
all other regions except for receiving tier 2 molecular 
pathology procedures, which was higher for those living 
in the North-Central region of the state.

Discussion
This analysis of APCD data shows that genetic testing 
for hereditary cancer susceptibility increased moderately 
in a linear fashion from 2013 through 2018 in Arkan-
sas. Applying the time series coefficients to our baseline 
rates of testing suggests that testing for HBOC and Lynch 
syndrome nearly doubled for those with commercial 
and state employee coverage. In comparison, Knerr et 
al. reported a 33% increase in BRCA​ testing from 2005 
to 2015 in women over 18 without an incident breast or 
ovarian cancer within their hospital system in Washing-
ton state [13]. Pace et al. reported that in Massachusetts, 
the mean monthly number of tests per 100,000 women 
doubled to quadrupled from 2011 to 2015, depending on 
the type of insurance [14]. However, the absolute rates 
of testing for HCS in Arkansas remained low. Less than 
1 out of every 10,000 persons received Lynch syndrome 
testing, while fewer than 5 out of every 10,000 received 
HBOC testing. Estimates for the prevalence of mutations 
in the general US population are 1/300 for Lynch syn-
drome and 1/400 for BRCA1/2, emphasizing that many 
mutation carriers remain undiagnosed [1–3].

Additionally, our data suggest that health plan coverage 
is an important determinant in accessing cancer genetic 
testing. State employees had the highest rates of HBOC 
and Lynch syndrome testing and equally high rates as 
Medicare enrollees for any cancer genetic testing. Medi-
care enrollees had the highest rate for tier 2 molecular 
pathology procedures. The testing rates were substan-
tially lower for Medicaid enrollees compared to enrollees 
in commercial, state employee, and Medicare plans. The 
overall rates of HBOC and Lynch syndrome testing were 

Table 3  Time series coefficients and 95% confidence intervals of genetic testing trends by type of health plan coverage

HBOC Hereditary Breast and Ovarian Cancer
a  β represents the linear change per 100,000 persons per quarter
b  Quadratic trend term
c  Tier 2 molecular pathology procedures are based on the complexity of the testing technique and are not specific to a gene or hereditary cancer syndrome
d  Any cancer genetic testing included tests in the HBOC, Lynch syndrome, Tier 2 molecular pathology procedures, and other hereditary cancer syndrome (HCS) panel 
categories

Commercial 
n=1,501,828
βa (95% CI)

Medicaid 
n=1,516,850
βa (95% CI)

State employee 
n=154,529
βa (95% CI)

Medicare 
n=519,955
βa (95% CI)

HBOC testing 0.78 (0.43, 1.13)
P-value: <0.001

0.16 (0.02, 0.30)
P-value: 0.024

1.62 (0.23, 3.02)
P-value: 0.026

0.35 (0.07, 0.62)
P-value: 0.020

Lynch syndrome testing 0.20 (0.14, 0.25)
P-value: <0.001

-0.15 (-0.36, 0.06)
P-value: 0.159
0.01 (0.00, 0.02)b

P-value: 0.045

-0.97 (-1.99, 0.05)
P-value: 0.062
0.05 (0.01, 0.10)b

P-value: 0.028

0.21 (0.09, 0.33)
P-value: 0.004

Tier 2 molecular pathology proceduresc 0.89 (0.31, 1.47)
P-value: 0.005

0.71 (0.26, 1.17)
P-value: 0.004

2.34 (1.10, 3.58)
P-value: 0.001

0.55 (-5.34, 6.43)
P-value: 0.853

Any cancer genetic testingd 2.24 (1.46, 3.03)
P-value: <0.001

0.99 (0.33, 1.66)
P-value: 0.006

4.23 (1.53, 6.93)
P-value: 0.004

1.82 (-3.93, 7.56)
P-value: 0.520
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highest among women 18–64 years old, while rates of tier 
2 molecular pathology procedures and any cancer genetic 
testing were highest among men 18–64 years old. In 
multivariate exploratory models that controlled for key 
demographic differences, those with state employee cov-
erage were 1.6 to 4.5 times more likely to receive genetic 
testing compared to commercial enrollees, while com-
mercial enrollees were substantially more likely to receive 
any type of genetic testing than Medicaid enrollees. Type 
of coverage played a similarly important role in a study 
more narrowly focused on women receiving BRCA1/2 
testing in Massachusetts; testing among privately insured 
women increased from 9.3 in 2011 to 18.4 in 2015, while 
among Medicaid enrollees, it increased from 3.7 in 2011 
to 14.7 in 2015 [14].

The lower rates of genetic testing in Medicaid enroll-
ees may be due to several factors. First, 51% of all 

Arkansas Medicaid recipients in 2017 were age 20 or 
younger, the age group that is the least likely to have 
cancer genetic testing [15]. However, multivariate mod-
els controlling for age found that Medicaid recipients 
remained the least likely to receive any of the genetic 
testing examined, which suggests that substantial dis-
parities may exist in the diagnosis of hereditary can-
cers across economic classes. The Affordable Care Act 
(ACA) implemented in 2014 mandated that genetic 
testing for HBOC be considered a preventive service in 
qualified individuals and be covered without cost shar-
ing [15]. Arkansas participated in ACA expansion of 
access to insurance, unlike many other Southern states; 
however, this participation did not yield increases in 
receipt of genetic testing for Medicaid enrollees com-
parable to those with state employee or commercial 
coverage. Many studies document that physicians are 

Fig. 2  Quarterly Rates of HBOC, Lynch Syndrome, Tier 2 Molecular Pathology Procedures*, and Any** Cancer Genetic Testing, Stratified by Age and 
Sex.  
HBOC – Hereditary Breast and Ovarian Cancer. * Tier 2 molecular pathology procedures are based on the complexity of the testing technique 
and are not specific to a gene or hereditary cancer syndrome. ** Any cancer genetic testing included tests in the HBOC, Lynch syndrome, Tier 2 
molecular pathology procedures, and other hereditary cancer syndrome (HCS) panel categories
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less likely to discuss and order genetic screening among 
racial/ethnic minorities and individuals with less than a 
college level education [9, 16–18].

When genetic testing is offered by the physician, the 
cost is often mentioned as a major hurdle, with 49% of 
persons considering out-of-pocket cost as a major deter-
rent [19]. Some companies providing testing have spe-
cific policies that preclude billing patients for testing if 
Medicaid does not cover the test, but not all providers 
offering testing know the details of these financial poli-
cies for each company. Our results echo other data that 
document only modest increases in genetic testing since 
the ACA was implemented, suggesting that this provi-
sion may have expanded access to these services but may 
not be sufficient to reach all those at risk for hereditary 
cancer [20].

Considerable variation exists among commercial pay-
ers regarding coverage for genetic testing, which could 
partially explain the low uptake of testing in our study. A 
2015 study reported that 76% of the private payers had 
coverage policies for BRCA1/2 testing [21]. The coverage 
for multigene panel testing was low, with only 23% of the 
payers covering panel testing and only under the condition 
that all genes tested in the panel were medically necessary 
for the individuals [22, 23]. One explanation provided by 
many commercial payers is that they deem multigene test-
ing an experimental diagnostic or treatment approach [21, 
23, 24]. Additionally, 70% of private payers required prior 
authorization for both single and multigene testing in a 
2018 study [23]. High-quality studies demonstrating pen-
etrance and effectiveness of multigene panels in a clearly 
defined population could persuade private payers to cover 

panel testing and likely increase its utilization; obtaining 
such data, though, is complicated by the differences in the 
genes included in panels offered by different companies. 
In the meantime, companies providing genetic testing for 
HCS have coped with the lack of coverage of gene panels 
by billing for testing for specific genes, such as BRCA1/2, 
that are routinely covered by insurance rather than all the 
genes included on the panel.

Women had 18-fold higher odds of testing for HBOC 
and had nearly 2-fold higher odds of testing for Lynch syn-
drome, which confirms a consistent finding that men are 
less likely to receive genetic testing than women [9]. Anxi-
ety disorders and miscellaneous mental health disorders 
(which included conditions such as sleep and dissociative 
disorders) had positive associations with general genetic 
testing and HBOC testing in women. A previous study 
in women from BRCA1/2 mutation-negative families 
reported that women who had a higher perceived lifetime 
risk of cancer and higher worry about cancer were more 
likely to show an interest in genetic testing [25]. Another 
study, however, reported no association between distress 
and participation in BRCA​ testing [26]. Given the cross-
sectional approach in our study, we cannot comment on 
whether the positive association between anxiety and 
other mental health disorders and genetic testing is due to 
mental health diagnoses before or after genetic testing.

This study has several limitations. We could not evalu-
ate genetic testing trends across racial and ethnic groups. 
Unfortunately, the claims data for commercial insur-
ance lack information on race and ethnicity. We did not 
include enrollees with a personal history of cancer in the 
current analysis; our analysis of genetic testing trends 

Table 4  Time series coefficients for linear trend estimates and 95% confidence intervals of genetic testing trends by age and sex

HBOC Hereditary Breast and Ovarian Cancer
a  β represents the linear change per 100,000 persons per quarter
b  Tier 2 molecular pathology procedures are based on the complexity of the testing technique and are not specific to a gene or hereditary cancer syndrome
c  Any cancer genetic testing included tests in the HBOC, Lynch syndrome, Tier 2 molecular pathology procedures, and other hereditary cancer syndrome (HCS) panel 
categories

Male Female

<18 Years 
n=448,145
β* (95% CI)

18-64 Years 
n=999,776
βa (95% CI)

> 65 Years 
n=251,642
βa (95% CI)

<18 Years 
n=413,708
βa (95% CI)

18-64 Years 
n=1,207,273
βa (95% CI)

> 65 Years 
n=372,618
βa (95% CI)

HBOC testing - 0.20 (0.11, 0.29)
P-value: <0.001

0.16 (-0.02, 0.34)
P-value: 0.074

- 1.12 (0.43, 1.82)
P-value: 0.004

0.22 (-0.34, 0.78)
P-value: 0.411

Lynch syndrome testing - 0.16 (0.02, 0.31)
P-value: 0.033

0.19 (-0.01, 0.39)
P-value: 0.064

- 0.19 (-0.01, 0.38)
P-value: 0.062

0.16
(0.07, 0.25)
P-value: 0.003

Tier 2 molecular pathology 
proceduresb

0.11
(-0.31, 0.54)
P-value: 0.575

-0.91 (-2.69, -0.87)
P-value: 0.289

6.68 (0.38, 12.98)
ivalue: 0.039

0.13
(-0.16, 0.41)
P-value: 0.350

-0.49 (-3.06, 2.08)
P-value: 0.687

0.72 (-5.62, 7.06)
P-value: 0.810

Any cancer genetic testingc 0.11 (-0.34, 0.57)
P-value: 0.606

-0.06 (-1.86, 1.74)
P-value: 0.946

7.35 (1.22, 13.47)
P-value: 0.022

0.16 (-0.11, 0.42)
P-value: 0.229

1.18 (-1.70, 4.07)
P-value: 0.392

1.41 (-4.93, 7.76)
P-value: 0.737
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is focused on those who had not had cancer. Further, 
claims data reflect that a genetic test was performed, 
not the result of the test; we know that an enrollee had 
a test for HBOC, for example, but not whether that test 
documented a mutation. Insurance plan types have dif-
ferent lags in data availability, limiting our ability to 
evaluate the trends over a consistent time period for all 
four plan types. The exploratory models used a combi-
nation of cross-sectional and longitudinal approaches, 
the results of which should be interpreted as explora-
tory associations. Finally, the structure of billing codes 
for genetic testing for HCS is complex, constantly evolv-
ing, and does not allow for specific designations of each 
gene included in a testing panel at this time. The tier 2 

molecular molecular proceduresrefer to the complexity 
of the testing procedure, not the genes tested, resulting 
in codes that include both cancer and non-cancer test-
ing. Consequently, our ‘any cancer genetic’ test category, 
which includes tier 2 molecular tests, likely overstates 
genetic testing specific to cancer.

This study documented a modest increase in genetic 
testing for HBOC and Lynch syndrome across Medicaid, 
commercial, state employee and Medicare plans in Arkan-
sas, although rates were lower than that observed in other 
states. The exploratory models highlight the influence 
of sex and health care coverage as a key determinant in 
accessing genetic screening. Further studies are ongoing to 
understand the barriers to genetic testing in Arkansas.

Table 5  Odds Ratios and 95% Confidence intervals for receiving one or more HBOC, lynch syndrome, tier 2 molecular pathology 
procedures, and any cancer genetic testing

HBOC Hereditary Breast and Ovarian Cancer
a  Tier 2 molecular pathology procedures are based on the complexity of the testing technique and are not specific to a gene or hereditary cancer syndrome
b  Any cancer genetic testing included tests in the HBOC, Lynch syndrome, Tier 2 molecular pathology procedures, and other hereditary cancer syndrome (HCS) panel 
categories

Variable HBOC
Odds Ratio (95% CI)

HBOC (female-only 
sample) Odds Ratio 
(95% CI)

Lynch Syndrome
Odds Ratio (95% CI)

General Genetic Testinga

Odds Ratio (95% CI)
Any Cancer 
Genetic 
Testingb

Odds Ratio 
(95% CI)

Age 1.24 (1.20, 1.28) 1.25 (1.21, 1.29) 1.22 (1.12, 1.36) 1.04 (1.03, 1.06) 1.06 (1.04, 1.07)

Age (Squared) 1.00 (1.00, 1.00) 1.00 (1.00, 1.00) 1.00 (1.00, 1.00) 1.00 (1.00, 1.00) 1.00 (1.00, 1.00)

Modified Elixhauser Index 1.08 (1.05, 1.12) 1.07 (1.03, 1.10) 1.12 (1.03, 1.20) 1.13 (1.12, 1.14) 1.13 (1.12, 1.14)

Sex (reference = Male) 
Female

18.91 (13.01, 28.86) ------- 1.93 (1.11, 3.51) 0.90 (0.83, 0.99) 1.22 (1.12, 1.32)

Health Plan (reference = Commercial)

  State employee 1.65 (1.37, 1.97) 1.64 (1.36, 1.97) 1.66 (0.77, 3.34) 4.54 (3.94, 5.23) 2.66 (2.35, 3.00)

  Medicaid 0.24 (0.18, 0.32) 0.22 (0.17, 0.30) 0.78 (0.36, 1.58) 0.52 (0.43, 0.64) 0.33 (0.28, 0.40)

  Medicare 0.41 (0.30, 0.56) 0.38 (0.27, 0.52) 0.86 (0.41, 1.74) 3.93 (3.45, 4.50) 2.42 (2.16, 2.71)

  State Region (reference = 
Northwest)

0.43 (0.31, 0.57) 0.63 (0.26, 1.53) 0.85 (0.72, 1.01) 0.79 (0.68, 0.91)

  West 0.42 (0.31, 0.56)

  East 0.70 (0.57, 0.88) 0.69 (0.56, 0.87) 0.62 (0.28, 1.39) 0.83 (0.71, 0.97) 0.83 (0.72, 0.95)

  Central 0.66 (0.52, 0.84) 0.66 (0.52, 0.84) 0.37 (0.13, 0.93) 1.11 (0.95, 1.29) 1.01 (0.88, 1.17)

  Northeast 0.28 (0.15, 0.36) 0.23 (0.14, 0.36) 0.30 (0.06, 1.05) 0.72 (0.58, 0.88) 0.64 (0.53, 0.77)

  North Central 0.59 (0.43, 0.80) 0.56 (0.40, 0.77) 1.47 (0.66, 3.38) 0.51 (0.41, 0.63) 0.54 (0.45, 0.65)

  Midwest 0.42 (0.30, 0.57) 0.41 (0.30, 0.57) 0.69 (0.26, 1.76) 1.20 (1.02, 1.42) 1.07 (0.92, 1.27)

  Any Nicotine Usage (refer-
ence = No)

0.88 (0.70, 1.11) 0.90 (0.71, 1.13) 1.05 (0.54, 1.95) 1.07 (0.95, 1.20) 1.01 (0.90, 1.12)

  Developmental Disorders 
(reference = No)

0.85 (0.28, 1.92) 0.97 (0.32, 2.20) 0.43 (0.00, 3.09) 1.11 (0.84, 1.44) 1.12 (0.86, 1.44)

  Anxiety Disorders (referent 
= No)

1.19 (0.99, 1.43) 1.22 (1.01, 1.47) 1.37 (0.75, 2.45) 1.61 (1.45, 1.78) 1.54 (1.40, 1.67)

  Other Mental Disorders 
(reference = No)

1.53 (1.15, 2.00) 1.56 (1.17, 2.05) 4.36 (2.28, 7.98) 1.60 (1.39, 1.83) 1.59 (1.40, 1.80)

  Model c-statistic 0.88 0.81 0.82 0.82 0.79

  Model Brier score <0.001 <0.001 <0.001 0.003 0.003



Page 10 of 11Acharya et al. Hereditary Cancer in Clinical Practice           (2022) 20:19 

Supplementary Information
The online version contains supplementary material available at https://​doi.​
org/​10.​1186/​s13053-​022-​00226-0.

Additional File 1: (Supplementary Table 1and Supplementary Fig-
ures 1 – 37). Supplementary Table 1. Diagnosis codes used to identify 
mental health disorders. Supplementary Figure 1. Sample selection for 
the exploratory models (2nd objective of the study). Supplementary 
Figure 2. Actual and predicted rates of Hereditary Breast and Ovarian Cancer 
(HBOC) genetic testing in Medicaid enrollees. Supplementary Figure 3. 
Actual and predicted rates of Hereditary Breast and Ovarian Cancer (HBOC) 
genetic testing in Commercial plan enrollees. Supplementary Figure 4. 
Actual and predicted rates of Hereditary Breast and Ovarian Cancer (HBOC) 
genetic testing in State Employee plan enrollees. Supplementary Figure 5. 
Actual and predicted rates of Hereditary Breast and Ovarian Cancer (HBOC) 
genetic testing in Medicare enrollees. Supplementary Figure 6. Actual and 
predicted rates of Lynch syndrome genetic testing in Medicaid enrollees. 
Supplementary Figure 7. Actual and predicted rates of Lynch syndrome 
genetic testing in Commercial enrollees. Supplementary Figure 8. Actual 
and predicted rates of Lynch syndrome genetic testing in State employee 
plan enrollees. Supplementary Figure 9. Actual and predicted rates of 
Lynch syndrome genetic testing in Medicare enrollees. Supplementary 
Figure 10. Actual and predicted rates of Tier 2 molecular pathology 
procedures* in Medicaid enrollees. Supplementary Figure 11. Actual and 
predicted rates of Tier 2 molecular pathology procedures* in Commercial 
plan enrollees. Supplementary Figure 12. Actual and predicted rates of 
Tier 2 molecular pathology procedures* in State employee plan enrollees. 
Supplementary Figure 13. Actual and predicted rates of Tier 2 molecular 
pathology procedures* in Medicare enrollees. Supplementary Figure 14. 
Actual and predicted rates of any cancer genetic testing* in Medicaid enroll-
ees. Supplementary Figure 15. Actual and predicted rates of any cancer 
genetic testing* in Commercial plan enrollees. Supplementary Figure 16. 
Actual and predicted rates of any cancer genetic testing* in State employee 
plan enrollees. Supplementary Figure 17. Actual and predicted rates of any 
cancer genetic testing* in Medicare enrollees. Supplementary Figure 18. 
Actual and predicted rates of Hereditary Breast and Ovarian Cancer (HBOC) 
genetic testing in men 18–64 years old. Supplementary Figure 19. Actual 
and predicted rates of Hereditary Breast and Ovarian Cancer (HBOC) genetic 
testing in men ≥65 years old. Supplementary Figure 20. Actual and pre-
dicted rates of Hereditary Breast and Ovarian Cancer (HBOC) genetic testing 
in women 18–64 years old. Supplementary Figure 21. Actual and predicted 
rates of Hereditary Breast and Ovarian Cancer (HBOC) genetic testing in 
women ≥65 years old. Supplementary Figure 22. Actual and predicted 
rates of Lynch syndrome genetic testing in men 18–64 years old. Supple-
mentary Figure 23. Actual and predicted rates of Lynch syndrome genetic 
testing in men ≥65 years old. Supplementary Figure 24. Actual and pre-
dicted rates of Lynch syndrome genetic testing in women 18–64 years old. 
Supplementary Figure 25. Actual and predicted rates of Lynch syndrome 
genetic testing in women ≥65 years old. Supplementary Figure 26. Actual 
and predicted rates of Tier 2 molecular pathology procedures* in male 
enrollees <18 years old. Supplementary Figure 27. Actual and predicted 
rates of Tier 2 molecular pathology procedures* in men 18–64 years old. 
Supplementary Figure 28. Actual and predicted rates of Tier 2 molecular 
pathology procedures* in men ≥65 years old. Supplementary Figure 29. 
Actual and predicted rates Tier 2 molecular pathology procedures* in 
female enrollees <18 years old. Supplementary Figure 30. Actual and 
predicted rates of Tier 2 molecular pathology procedures* in women 18–64 
years old. Supplementary Figure 31. Actual and predicted rates of Tier 2 
molecular pathology procedures* in women ≥65 years old. Supplementary 
Figure 32. Actual and predicted rates of any cancer genetic testing* in male 
enrollees <18 years old. Supplementary Figure 33. Actual and predicted 
rates of any cancer genetic testing* in men 18–64 years old. Supplementary 
Figure 34. Actual and predicted rates of any cancer genetic testing* in men 
≥65 years old. Supplementary Figure 35. Actual and predicted rates of any 
cancer genetic testing* in female enrollees <18 years old. Supplementary 
Figure 36. Actual and predicted rates of any cancer genetic testing* in 
women 18–64 years old. Supplementary Figure 37. Actual and predicted 
rates of any cancer genetic testing* in women.

Acknowledgements
The authors would like to thank Mr. Adrian Jemal Williams for his assistance in 
submitting this manuscript.

Authors’ contributions
Authors Martin, Zorn, and Acharya contributed to the study concept and 
design. Authors Martin and Zorn contributed to the acquisition of data and 
funding. Data collection and analysis were performed by authors Peng, Moore, 
Acharya, Bimali, and Simonson. The first draft of the manuscript was written 
by authors Acharya, Zorn and Martin and all other contributors commented 
on previous versions of the manuscript. All authors approved the final 
manuscript.

Funding
The Arkansas Biosciences Institute supported this project by providing 
access to the Arkansas All Payers Claims Data. The project described was also 
supported by the Translational Research Institute (TRI), grant [UL1 TR003107] 
through the National Center for Advancing Translational Sciences of the 
National Institutes of Health (NIH).

Availability of data and materials
The data that support the findings of this study are available from the Arkansas 
Center for Health Care Improvement, but restrictions apply to the availability of 
these data, which were used under license for the current study, and so are not 
publicly available. The original data are however available from the Arkansas 
Center for Health Care Improvement authors upon reasonable request and with 
permission of [third party name].

Declarations

Ethics approval and consent to participate
This protocol was submitted to the University of Arkansas for Medical Sciences 
Institutional Review Board and was determined to not be human subject 
research.

Consent for publication
No individual person’s data are presented in this manuscript.

Competing interests
Dr. Bradley Martin received royalties from Trestle Tree LLC, for the commerciali-
zation of an opioid risk prediction tool. Dr. Bradley Martin also receives con-
sulting revenue from eMaxHealth LLC for studies unrelated to this manuscript. 
All other authors associated with this manuscript have no conflicts of interest 
to declare at this time.

Author details
1 Division of Pharmaceutical Evaluation and Policy, Department of Pharmacy 
Practice, University of Arkansas for Medical Sciences College of Pharmacy, Edu-
cation II Building 6253, 4301 W. Markham Street, slot 522, Little Rock AR‑72205, 
United States. 2 Department of Obstetrics and Gynecology, University of Arkan-
sas for Medical Sciences College of Medicine, Little Rock, AR, United States. 
3 Department of Biostatistics, University of Arkansas for Medical Sciences, Little 
Rock, AR, United States. 

Received: 23 November 2021   Accepted: 28 April 2022

References
	1.	 Hampel H, de la CA. The Search for Unaffected Individuals with Lynch 

Syndrome: Do the Ends Justify the Means? Cancer prevention research 
(Philadelphia, Pa). NIH Public Access. 2011;4:1.

	2.	 Drohan B, Roche C, Cusack J, Hughes K. Hereditary breast and ovarian 
cancer and other hereditary syndromes: using technology to identify 
carriers. Annals of surgical oncology. Ann Surg Oncol. 2012;19:1732–7.

	3.	 Manchanda R, Blyuss O, Gaba F, Gordeev V, Jacobs C, Burnell M, et al. 
Current detection rates and time-to-detection of all identifiable BRCA 
carriers in the Greater London population. J Med Genet. 2018;55:538–45.

https://doi.org/10.1186/s13053-022-00226-0
https://doi.org/10.1186/s13053-022-00226-0


Page 11 of 11Acharya et al. Hereditary Cancer in Clinical Practice           (2022) 20:19 	

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

	4.	 Hall MJ, Obeid EI, Schwartz SC, Mantia-Smaldone G, Forman AD, Daly 
MB. Genetic testing for hereditary cancer predisposition: BRCA1/2, Lynch 
syndrome, and beyond. Gynecol Oncol Academic Press. 2016;140:565–74.

	5.	 Evans DGR, Barwell J, Eccles DM, Collins A, Izatt L, Jacobs C, et al. The 
Angelina Jolie effect: how high celebrity profile can have a major impact 
on provision of cancer related services. Breast Cancer Research 2014 16:5. 
BioMed Central. 2014;16:1–6.

	6.	 Stanislaw C, Xue Y, Wilcox WR. Genetic evaluation and testing for heredi-
tary forms of cancer in the era of next-generation sequencing. Cancer 
Biol Med Chinese Anti-Cancer Assoc. 2016;13:55.

	7.	 Phillips KA, Deverka PA, Hooker GW, Douglas MP. Genetic Test Availability 
And Spending: Where Are We Now? Where Are We Going? Health Aff. 
2018;37:710–6. https://​doi.​org/​10.​1377/​hltha​ff201​71427.

	8.	 Arkansas Center for Health Improvement. Arkansas Health Care Inde-
pendence Program (’Private Option’) Section 1115 Demonstration Waiver 
Final Report. 2018.

	9.	 Childers KK, Maggard-Gibbons M, Macinko J, Childers CP. National Distri-
bution of Cancer Genetic Testing in the United States. JAMA Oncology 
Am Med Assoc (AMA); 2018;4:876.

	10.	 Han X, Jemal A. Recent Patterns in Genetic Testing for Breast and Ovarian 
Cancer Risk in the U.S. Am J Preventive Med. Elsevier Inc.; 2017;53:504–7.

	11.	 Allen CG, Roberts M, Guan Y. Exploring predictors of genetic counseling 
and testing for hereditary breast and ovarian cancer: Findings from the 
2015 U.S. national health interview survey. J Personalized Med MDPI AG; 
2019;9:26.

	12.	 Elixhauser Comorbidity Software, Version 3.7 [Internet]. [cited 2021 Aug 
10]. Available from: https://​www.​hcup-​us.​ahrq.​gov/​tools​softw​are/​comor​
bidity/​comor​bidity.​jsp

	13.	 Knerr S, Bowles EJA, Leppig KA, Buist DSM, Gao H, Wernli KJ. Trends 
in BRCA Test Utilization in an Integrated Health System, 2005-2015. 
Journal of the National Cancer Institute. Oxford University Press. 
2019;111:795–802.

	14.	 Pace LE, Baum CF, Horvath K, et al. BRCA1/2 Testing in Massachusetts 
Among Women with Private Insurance or Medicaid, 2011-2015. Med 
Care. 2020;58:963–7.

	15.	 Walcott FL, Dunn BK, Deshields M, Baquet C. The Affordable Care Act and 
Genetic Testing for Inheritable Cancer Syndromes: Impact on High-Risk 
Underserved Minorities. J Health Care Poor Underserved. 2014;25:46–62.

	16.	 Cragun D, Weidner A, Kechik J, Pal T. Genetic Testing Across Young 
Hispanic and Non-Hispanic White Breast Cancer Survivors: Facilitators, 
Barriers, and Awareness of the Genetic Information Nondiscrimination 
Act. Genetic Testing and Molecular Biomarkers Mary Ann Liebert Inc. 
2019;23:75–83.

	17.	 Williams CD, Bullard AJ, O’Leary M, Thomas R, Redding TS, Goldstein K. 
Racial/Ethnic Disparities in BRCA Counseling and Testing: a Narrative 
Review. J Racial Ethnic Health Disparities Springer International Publish-
ing. 2019;6:570–83.

	18.	 Hinchcliff EM, Bednar EM, Lu KH, Rauh-Hain JA. Disparities in gyneco-
logic cancer genetics evaluation. Gynecol Oncol Academic Press Inc. 
2019:184–91.

	19.	 Fogleman AJ, Zahnd WE, Lipka AE, Malhi RS, Ganai S, Delfino KR, et al. 
Knowledge, attitudes, and perceived barriers towards genetic testing 
across three rural Illinois communities. J Commun Gen Springer Verlag. 
2019;10:417–23.

	20.	 Modell SM, Allen CG, Ponte A, Marcus G. Cancer genetic testing in mar-
ginalized groups during an era of evolving healthcare reform. J Cancer 
Policy Elsevier Ltd. 2021:100275.

	21.	 Clain E, Trosman JR, Douglas MP, Weldon CB, Phillips KA. Availability and 
payer coverage of BRCA1/2 tests and gene panels. Nature Biotechnology 
Nature Publishing Group. 2015:900–2.

	22.	 Phillips KA, Deverka PA, Trosman JR, Douglas MP, Chambers JD, Weldon 
CB, et al. Payer coverage policies for multigene tests. Nature Biotechnol-
ogy Nature Publishing Group. 2017:614–7.

	23.	 Lu CY, Loomer S, Ceccarelli R, Mazor KM, Sabin J, Clayton EW, et al. Insur-
ance coverage policies for pharmacogenomic and multi-gene testing for 
cancer. J Personalized Med MDPI AG; 2018;8:19.

	24.	 Trosman JR, Weldon CB, Douglas MP, Kurian AW, Kelley RK, Deverka PA, 
et al. Payer coverage for hereditary cancer panels: Barriers, opportunities, 
and implications for the precision medicine initiative. JNCCN Harborside 
Press. 2017;15:219–28.

	25.	 Flores KG, Steffen LE, McLouth CJ, Vicuña BE, Gammon A, Kohlmann W, 
et al. Factors Associated with Interest in Gene-Panel Testing and Risk 
Communication Preferences in Women from BRCA1/2 Negative Families. 
J Gen Counseling John Wiley & Sons, Ltd. 2017;26:480–90.

	26.	 Schlich-Bakker KJ, ten Kroode HFJ, Wárlám-Rodenhuis CC, van den Bout J, 
Ausems MGEM. Barriers to participating in genetic counseling and BRCA 
testing during primary treatment for breast cancer. Genet Med. 2007;9:11. 
Nat Publ Group. 2007;9:766–77.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1377/hlthaff20171427
https://www.hcup-us.ahrq.gov/toolssoftware/comorbidity/comorbidity.jsp
https://www.hcup-us.ahrq.gov/toolssoftware/comorbidity/comorbidity.jsp

	Statewide trends and factors associated with genetic testing for hereditary cancer risk in Arkansas 2013–2018
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusion: 
	Impact: 

	Introduction
	Methods
	Data
	Study sample
	Study measures
	Statistical analyses

	Results
	Trends in genetic testing
	Factors associated with genetic testing

	Discussion
	Acknowledgements
	References


